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K	means	vs	kernel	k	means.	K	means	method.	K	means	statistics.	Keras	k	means.	Difference	between	k-means	and	kernel	k-means.

Class	sklearn.cluster.kmeans(n_clusrs=8,	*,	init='k-means++',	n_init='warn',	max_iter=300,	tol=0.0001,	verbose=0,	random_state=none,	copy_x=true,	algorithm='	Lloyd')	[source]	¶	K-objective	clustering.	Learn	more	in	the	user	manual.	Parameters:	N_CLOSTERSInt,	default	=	8	-Now	the	Clum	is	to	be	created	as	well	as	the	number	of	center	of
gravity	to	be	generated.	Init	{âk-means	++	â,	ârandomâ},	call	or	array-like	of	form	(n_clusters,	n_features),	default	=	âk-mans	++	soulthod	to	initialize:	âk-means	++	â:	select	the	initial	closing	of	clusters	after	initial	closing.	Sampling	for	sampling	based	on	the	empirical	distribution	of	the	probability	of	point	contribution	in	the	general	inertia.	This
technique	accelerates	convergence.	The	actual	algorithm	is	âgreedy	k-means	++â.	It	differs	from	vanilla	K-Means++	in	that	it	performs	several	tests	at	each	stage	and	selects	the	best	center	of	gravity.	"random":	Random	selection	of	N_CLOSTERS	(rows)	observations	from	the	original	centroid	data.	If	a	field	is	passed,	it	must	be	of	the	form
(N_CLOSTERS,	N_FEATURES)	and	must	specify	the	initial	centers.	If	the	call	is	passed,	it	should	take	the	X,	N_CLOSTERS,	and	Random	state	arguments	and	return	initialization.	N_Initâauto	or	int,	default=10-FAW	case	when	the	K-Means	algorithm	is	run	with	different	core	bacteria.	The	final	results	are	the	best	output	of	N_Init	consecutive
executions	in	terms	of	inertia.	Multiple	runs	are	recommended	for	lightweight	problems	with	high	dimensions	(see	Clustering	Lightweight	Data	Using	K-Means).	When	n_init='Auto',	the	number	of	starts	will	be	10	if	using	init='random'	and	1	if	init='kMeans++'.	New	in	version	1.2:	Added	"Auto"	N_Init	option.	Changed	in	1.4:	Default	value	of	N_Init
will	change	from	10	to	"car"	in	1.4.	Max_iterint,	default	=	300Maximum	number	of	K-Means	algorithm	iterations	per	run.	TolFloat,	default	=	1E-4-Alert	tolerance	The	tolerance	of	cluster	centers	of	two	consecutive	iterations	for	declaration	of	convergence	with	respect	to	the	Froben	standard.	Verboseint,	default	=	0RISINE.	Random_steint,
randomState	instance	or	not,	default	=	impossible,	generating	random	numbers	to	initialize	the	centroid.	Use	int	to	make	randomness	deterministic.	See	glossary.	Copy_xbool,	default=true,	when	pre-calculating	the	distance,	it	is	numerically	more	accurate	to	the	hundredth	of	the	data	first.	If	copy_x	is	true,	the	original	data	will	not	change.	If	false,
the	original	data	will	be	adjusted	and	returned	before	the	function	returns,Small	number	differences	can	be	entered	by	subtracting,	and	then	adding	average	data.	Note	that	if	the	original	data	is	not	consistent	with	C,	the	copy	will	be	made,	even	if	Copy_X	is	false.	If	the	source	data	is	legal,	but	is	not	in	CSR	format,	a	copy	is	performed,	even	if	Copy_X
has	a	false	value.	The	algorithm	{`Lloyd,`	Elkan,	Aro,	full,	default	=	â	lloydâ	k-User	algorithm	for	use.	The	classic	EM	style	algorithm	is	"Lloyd".	Changing	the	elka	can	be	more	efficient	for	some	data	sets	with	well	-defined	clusters	using	the	triangle's	unevenness.	However,	it	requires	more	memory	due	to	the	additional	mapping	of	shape	tables
(N_PLY,	N_lastrs).	"Auto"	and	"full"	are	outdated	and	will	be	removed	in	Scikit-Learn	1.3.	Both	are	alias	for	"Lloyd".	Changed	in	version	0.18:	Elkan's	algorithm	was	added,	changed	in	version	1.1:	the	name	"full"	to	Lloyd	changed	and	set	to	"car"	and	"full".	â	Aruo	was	changed	to	Lloydâ	instead	of	"Elkan".	Attributes:	cluster_centers_ndarray	of	shape
(n_clusters,	n_features)	coordinates	of	cluster	centers.	If	the	algorithm	stops	from	full	convergence	(see	Tol	and	Max_iter),	they	will	not	match	the	labels_.	Labels_ndarray	of	Shape	(N_Samples)	Labels	of	each	Point_Float	inertia	around	the	squares	of	the	sample	distance	to	their	nearest	middle	of	the	cluster,	weighted	by	samples,	if	they	exist.
n_iter_intliczba	iteration.	n_features_in_int	Number	of	functions	visible	during	customization.	Feature_names_in_ndarray	of	shape	(n_features_in	_,)	Elements	names	visible	during	matching.	Defined	only	if	X	has	the	names	of	the	functions	that	are	chains.	See	also	Minibatchk	means	an	alternative	to	online	implementation,	which	performs	incremental
updates	of	the	middle	items	using	minibars.	In	the	case	of	large	trainings	(e.g.	N_paris>	10,000),	the	minibatchkmeans	will	probably	be	much	faster	than	the	default	batch	implementation.	Comments.	The	K-Federal	problem	is	solved	by	the	Lloyd	or	Elkan	algorithm,	the	average	complexity	is	defined	as	O	(k	n	t),	where	N	is	the	number	of	samples,	and
t	is	the	number	of	iterations.	The	complexity	of	the	worst	case	is	defined	as	o	(n^(k+2/p))	where	n	=	n_par,	p	=	n_cech.	See	how	slow	the	K-average	method	is?	D.	Artur	and	S.	Wasilwicki	-	SOCG2006.	More	details.	In	practice,	the	K-medium	algorithm	is	very	fast	(one	of	the	fastest	grouping	algorithms),	but	it	fails	at	local	minima.	Therefore,	it	can	be
reasonable	to	restart	it	several	times.	When	the	algorithm	endsClose	completely	(NO	-s	or	Max_iter),	vinegar_	and	cluster_centers_	will	not	be	consistent,	i.e.	Y.	Cluster_Centers_	will	not	be	the	mayor	of	each	cluster	point.	In	addition,	the	appraiser	will	repeat	the	labels_	after	the	last	iteration	to	meet	the	forecast	for	the	education	kit.	Examples	>>>
from	Sklearn.	Import	Kmeans	>>>	I	imported	as	NP	>>>	X	=	NP.Array	([[1,	2],	[1,	4],	[1,	0],	...	[10,	2],	[10,	4	],	[10,	0]	>>>	kmeans	=	kmeans	(n_clusteers	=	2,	radom_state	=	0,	n_init	=	"car").	Fit	(x)	>>	kmeans.labels_	mass	([1,	1,	1,	0,	0,	0,	0,	0],	dtype	=	int32)	>>>	kmeans.	Int32)	>>>	Kmeans.Cluser_Centers_	Massive	([10,	2],	[1,	2])	methods	(x,
y	=	no,	example_weem	=	no)	[Source]	Parameters:	X	{massive	form,	rarely	in	matrix}	forms	(n_sambs,	n_features)	training	for	the	cluster.	It	should	be	noted	that	the	data	will	be	transformed	into	the	order	C,	which	will	lead	to	a	copy	of	the	memory	if	the	data	provided	is	not	C-accountectionala.	If	the	ugly	matrix	is	transmitted,	the	copy	will	be	made
if	it	is	not	in	the	CSR	format.	Yignored	is	not	used,	the	API	consistency	is	under	contract.	Loss	form	forms	(n_samples,),	default	=	weight	of	anxiety	for	each	observation	X.	If	not,	all	observations	include	equal	weight.	Return:	Evaluation	with	SelfobjectFITED.	FIT_PROPE	(X,	Y	=	not,	Example_weew	=	Ne)	[Source]	â	—	Calculate	cluster	centers	and
designate	each	cluster	index.	Convenient	method;	Equivalent	to	call	fit	(x),	then	(x).	Parameters:	X	{in	a	massive	form,	small	matrix	form}	(n_samples,	n_features)	New	data	to	be	transformed.	Yignored	is	not	used,	the	API	consistency	is	under	contract.	Loss	form	forms	(n_samples,),	default	=	weight	of	anxiety	for	each	observation	X.	If	not,	all
observations	include	equal	weight.	Return:	Label	shape	(n_samples),	the	cluster	arrow	belongs	to	each	sample.	Fit_transform	(x,	y	=	not,	example_weew	=	not)	[Source]	â	Calculate	the	group	and	convert	X	cluster	away.	Equivalent	for	suitable	(X)	.Transform	(X),	but	more	effectively	implemented.	Parameters:	X	{in	a	massive	form,	small	matrix	form}
(n_samples,	n_features)	New	data	to	be	transformed.	Yignored	is	not	used,	the	API	consistency	is	under	contract.	Loss	form	forms	(n_samples,),	default	=	weight	of	anxiety	for	each	observation	X.	If	not,	all	observations	include	equal	weight.	Return:	X_Newndarray	Forms	(N_Samples,turned	into	a	new	room.	Get_feature_names_out	(input_features	=
None)	[source]	¶	Download	output	feature	names	for	the	transform.	The	names	of	the	function	are	expected	based	on	the	name	of	the	Blob	object's	subclass.	For	example,	if	the	transformer	conducts	3	functions,	the	names	of	the	function	will	be:	["name_klas0",	"name_klasy1",	"name_klasa2"].	Parameters:	Input_FeaturesArray	-ul	or	none,	default	=
nonionions,	which	fit	for	checking	feature	names	with	names	see.	Returns:	Function_Names_Outndarray	transformed	names	of	the	function	of	the	STR	objects.	Get_pams	(Deep	=	true)	[Resources]	¶	Download	the	parameters	for	this	estimate.	Parameters:	DeepBool,	default	=	truif	true,	returns	the	parameters	of	this	estimator	and	contains	proximities
that	are	estimators.	Returns:	ParamsDictParameter	names	reproduced	in	their	value.	Predict	(x,	Waga_prozki	=	None)	[resource]	¶	Predict	the	next	cluster	to	which	each	probe	belongs.	In	the	vector	quantization	literature,	Cluster_Centers_	is	called	a	codebook,	and	each	value	returned	by	prediction	is	an	index	of	the	closest	code	in	the	codebook.
Parameters:	x	{array-ul,	sparse	matrix}	form	(N_PRUB,	N_CECH)	New	data	for	prediction.	Sample_weight	form	similar	to	the	map	(N_PARP),	default	=	zero	weight	for	each	observation	in	X.	If	none,	all	observations	have	the	same	weight	assigned.	Returns:	Index	of	the	Labelsndarray	of	Form	(N_samples)	cluster	to	which	each	sample	belongs.	result
(x,	y	=	none,	wight_of	=	none)	[Source]	¶	Inverse	value	x	to	target	center.	Parameters:	x	{array	ul,	sparse	matrix}	form	(N_PRUB,	N_CECH)	New	data.	Used,	present	here,	to	ensure	consistency	of	the	API	interface	by	convention.	Sample_weight	form	similar	to	the	map	(N_PARP),	default	=	zero	weight	for	each	observation	in	X.	If	none,	all
observations	have	the	same	weight	assigned.	Returns:	display	board	values	x	values	for	the	target	of	k-middle.	Set_output	(*,	transform	=	None)	[resource]	¶	Set	the	output	container.	For	an	example	of	using	the	set_output	API	interface,	see	the	introduction	to	the	set_output	API	interface.	Parameters:	transform	{default,	pandas},	default	=	non-
configurable	transform	output,	and	fit_transform.	"Standard":	Standard	output	format	of	the	"Pandas"	transformer:	Output	data	no.	Set_pams	(**	params)	[source]	¶	Set	the	parameters	of	this	estimator.	The	method	works	both	on	simple	estimators	and	on	nested	devices	(e.g.	pipes).	The	latter	have	the	parameters	of	the	character	__	that	each
component	of	the	inserted	object	can	be	updated.	Parameters:	**	Paradictestimatim	parameters	for	several	days.	Return:	An	instance	of	the	Selfestimator	instance.	Transform	(x)	[Source]	¶	Include	x	in	the	cluster	distance.	In	the	new	space,	each	dimension	represents	the	distance	to	the	cluster	centers.	Remember	that	even	if	x	is	low,	the
transformation	of	the	returned	array	is	usually	dense.	Parameters:	x	{massive,	sparse	matrix}	of	form	(n_	-Pamere,	N_PEN	protection)	The	new	data	to	be	created.	Return:	x_newndarray	of	form	(n_samples,	n_clusters)	x	converted	to	new	space.	©	2007-2023	by	Scikit-Learn	developers	(BSD	license).	Show	source	of	this	page






